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Species boundaries among barred river frogs, Mixophyes (Anura: 
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Abstract

Mixophyes are large ground-dwelling myobatrachid frogs from eastern Australia and New Guinea.
We use analyses of allozyme frequencies, nucleotide sequences of mitochondrial DNA and
morphology to define species boundaries in Mixophyes from the Wet Tropics World Heritage Area
of northern Queensland. The molecular analyses identify a minimum of three species in the region.
Morphometric and meristic analyses corroborate these distinctions. The existence of two of these
species was not previously suspected, and they are formally described herein.
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Introduction

The Wet Tropics World Heritage Area (WTWHA) in northern Queensland encompasses
Australia’s largest remaining stand of tropical rainforest. Recent molecular genetic studies
of the evolutionary history of vertebrates from the WTWHA have revealed geographic
patterns of genetic divergence consistent with areas identified as historical refugia by
paleoclimatological modelling (Schneider et al. 1998). These divergences, which appear
to be long standing and date to the Plio-Pleistocene, are taxonomically widespread and
have been observed in frogs, lizards, and marsupials. Geographic isolation, due to


